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3 -<110> APPLICANT: Dean, Michael 

4 Allikmets, Rando 

5 Bates, Susan E. 

6 Fojo, Antonio T. 

7 The Government of the United States of America 

8 as represented by the Secretary of the 

9 Department of Health and Human Services 

11 <120> TITLE OF INVENTION: A Novel ATP-Binding Cassette Protein Responsible for 

12 Cytotoxin Resistance 

14 <130> FILE REFERENCE: 015280 - 382100US 

16 <140> CURRENT APPLICATION NUMBER: US 09/856,927 

17 <141> CURRENT FILING DATE: 2001-05-29 

19 <150> PRIOR APPLICATION NUMBER: US 60/110,473 
<151> PRIOR FILING DATE: 1998-11-30 
<150> PRIOR APPLICATION NUMBER: WO PCT/US99/28107 
<151> PRIOR FILING DATE: 1999-11-24 
<160> NUMBER OF SEQ ID NOS : 6 
<170> SOFTWARE: Patentln Ver. 2.1 
<210> SEQ ID NO: 1 
<211> LENGTH: .2719 

31 <212> TYPE: DNA 

32 <213> ORGANISM: Homo sapiens 
<220> FEATURE: 
<221> NAME/KEY: CDS 

36 <222> LOCATION: ( 205 )..( 2172 ) 

37 <223> OTHER INFORMATION: MXRl 
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275 Arg Thr Ser lie Gly Met Glu Leu lie Thr Asp Pro Ser lie Leu Ser 

276 195 200 205 

278 Leu Asp Glu Pro Thr Thr Gly Leu Asp Ser Ser Thr Ala Asn Ala Val 

279 210 215 220 

281 Leu Leu Leu Leu Lys Arg Met Ser Lys Gin Gly Arg Thr lie lie Phe 

282 225 230 235 240 

284 Ser lie His Gin Pro Arg Tyr Ser lie Phe Lys Leu Phe Asp Ser Leu 

285 245 250 255 

287 Thr Leu Leu Ala Ser Gly Arg Leu Met Phe His Gly Pro Ala Gin Glu 

288 260 265 270 

290 Ala Leu Gly Tyr Phe Glu Ser Ala Gly Tyr His Cys Glu Ala Tyr Asn 

291 275 280 285 

293 Asn Pro Ala Asp Phe Phe Leu Asp lie lie Asn Gly Asp Ser Thr Ala 

294 290 295 300 

296 Val Ala Leu Asn Arg Glu Glu Asp Phe Lys Ala Thr Glu lie lie Glu 

297 305 310 315 320 

299 Pro Ser Lys Gin Asp Lys Pro Leu lie Glu Lys Leu Ala Glu lie Tyr 

300 325 330 335 

302 Val Asn Ser Ser Phe Tyr Lys Glu Thr Lys Ala Glu Leu His Gin Leu 

303 340 345 350 

305 Ser Gly Gly Glu Lys Lys Lys Lys lie Thr Val Phe Lys Glu lie Ser 

306 355 360 365 

308 Tyr Thr Thr Ser Phe Cys His Gin Leu Arg Trp Val Ser Lys Arg Ser 

309 370 375 380 

311 Phe Lys Asn Leu Leu Gly Asn Pro Gin Ala Ser lie Ala Gin lie lie 

312 385 390 395 400 

314 Val Thr Val Val Leu Gly Leu Val lie Gly Ala lie Tyr Phe Gly Leu 

315 405 410 415 

317 Lys Asn Asp Ser Thr Gly lie Gin Asn Arg Ala Gly Val Leu Phe Phe 

318 420 425 430 

320 Leu Thr Thr Asn Gin Cys Phe Ser Ser Val Ser Ala Val Glu Leu Phe 

321 435 440 445 

323 Val Val Glu Lys Lys Leu Phe lie His Glu Tyr lie Ser Gly Tyr Tyr 

324 450 455 460 

326 Arg Val Ser Ser Tyr Phe Leu Gly Lys Leu Leu Ser Asp Leu Leu Pro 

327 465 470 475 480 

329 Met Arg Met Leu Pro Ser lie lie Phe Thr Cys lie Val Tyr Phe Met 

330 485 490 495 

332 Leu Gly Leu Lys Pro Lys Ala Asp Ala Phe Phe Val Met Met Phe Thr 

333 500 505 510 

335 Leu Met Met Val Ala Tyr Ser Ala Ser Ser Met Ala Leu Ala lie Ala 

336 515 520 525 

338 Ala Gly Gin Ser Val Val Ser Val Ala Thr Leu Leu Met Thr lie Cys 

339 530 535 540 

341 Phe Val Phe Met Met lie Phe Ser Gly Leu Leu Val Asn Leu Thr Thr 

342 545 550 555 560 

344 lie Ala Ser Trp Leu Ser Trp Leu Gin Tyr Phe Ser lie Pro Arg Tyr 

345 565 570 575 

34 7 Gly Phe Thr Ala Leu Gin His Asn Glu Phe Leu Gly Gin Asn Phe Cys 
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